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SMTL id

4hn9.2 [l (Other Biounits: 4hn9.1)

Title

Crystal structure of iron ABC transporter solute-binding protein from Eubacterium eligens
Method

X-RAY DIFFRACTION 1.85 A

Oligo State

monomer

Ligands

None

Links

RCSB® PDBsum™ PDBe” CATH®

Citation

Michalska, K. et al., Crystal structure of iron ABC transporter solute-binding protein from Eubacterium eligens. To be Published
Peptides

Iron complex transport system substrate-binding protein: Al

SMTL:PDB

SMTL Chain Id: A
PDB Chain Id: B

Iron complex transport system substrate-binding protein

Seqres|SNAGNSTTSDKGTEEATTSAFDVMSQFNEIGVSYPLTVTDQAGRTVTFEKAPEKIASSYYISTSLLLALGLODKLVGIEAKANTRNIYKLAAPAIVSLPNMGTAKEFNTEACVAATPDVVFLPMK 125
4hn9.2.Al-—————m—-— GTEEATTEAEDVMSFNEIGVS Y BLIVPDOAGRIVIPEKAPEKIADS YR IS TSLLLALGLEDKLVGDE AKAN DRI YKL AR ATV SL EPMEDr EPNTEACY AT POV VEL DK 125

Seqres LKKTADTLESLGIKAVVVNPEDQSLLEECITLVGKITNNAGRAEALNNSIKTFLADNKTNVSGGNTPSVYLAGNSSVLSTAGSKMYQNTLLTNAGGKNVASELTDTYWANVSYEQILAWNPDYIV 250

4nn9.2.A LKKTADTLESLGIKAVUPNPEDQSLLEECITLVGK )T NNAGRAEALNNS IKTFLADNKTNVSGGNTESVYLAGNSSVLSDAGSKMYONTLLTNAGERIPVASELTDT YWEPVSEEQILAWN DY IV 250

Seqres|IAADATYTVDDILNDANLAGCNAVKNKNVVKLPNNIEAWDSPVPGSFLGSIYIASVLHPEKVTKDFYETCVTKFYESFYGFTPAK 335
4hn9.2.A}AADATyTNDAGCNKN@LPNNIEAWDSPV[PGSFLGSIYIASVL]HPEKVT[KDFYETCVTKFYESF\I]GFTPA— 334
Related Entries With Identical Sequence
4hn9.1
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